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ABSTRACT:

The antidpaed knowedge d the identificaion & mcaoorgansns causng Hood stream
irfedionsis d u nost importanceto ad ust the enpiricd trea ment and reduce nortdity. Qur
oh ective was to evd uat ethe perfa mance d the pra @ n extraction met hod and MALDO - ToF
MS drectly from positive Bactec (Becton Dicknson) Hood cutue vds A rerospective
survey d the laboraory database was carried ou. The firg 1,000 postive dood cutues
cdleded duing the period from Decenber 2018 to May 2019 wereind uded inthe s udy.
Concentraion d bacteria pradnexraction and MALO-ToF MS analyd s were perfar ned as
prev oud y described (Moussaou & d., 2010), ina max num o one hour dter they were
detected as postive by theinstrunent. Four spas were prepared fa each mcrobd cdls
concentrae Resuts were cond dered adequat e oy if theidertificaionindex was = 99%
B ood cutures were perfa med us ng Bactec Aeroli c and Anaerokic Rus®\vids and Bact ec
FX systens (BectonD cki nson). Positive cutues were subcudtued on sheep Hood and
chocd a e agars. |dentificaions obtaned wth cdones on sdid nedia were conpared wth
those oltdned usng mcrobd cdl pdles bath usngthe \itek MS system (ki oMéri eux).
Anong 1,000 postivevds 58% were aeroldc d us and 42%anaeroh c dus. Concernngthe
Aerobic Rus®vds 68%(tad n=213) d dl G amnegative badlli (GNB), 51%(tad n=232)
of dl Gampostive cocd (GPQ, 36%(tad n=11) o dl Gam positiverods and 4%(tad
n=46) d dl yeasts were coredlyidertified by the itek MS Concern ngthe Anaerohli ¢ Rus
vds 74%(tad n=172) d d GNB 48%(tad n=214), 100%(tad n=2) o dl Gampostive
badlli and none o the yeasts (n=9) wereidertified by the Wtek MS. Inconduson MALD -
ToF MS wth itek MS and praa n extracts prepar ed from positive Bact ec batles us ng gd
separa o tubes generat ed acceptad eidentificaionraes onyfa Gamnegative badlli. For
G am postive bacteria, there was alowidentificaion rae The method isinadequate far

yeast i dentifi cai on
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